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Detect and amplify L1-induced  
genomic variations with NGS

• Selectively amplify only the transposable
elements of the L1H family of LINE-1

• Easily detect and identify all the 3’ L1H 
variations from only 200 ng DNA

• Rapidly analyze multiple samples with NGS

Convenient, Efficient NGS-based Approach 
Cellecta’s LINE-1 Assay Kit is a convenient, 
efficient, and targeted Next-Generation 
Sequencing (NGS) based approach to identify 
polymorphic insertion sites of LINE-1 in the 
human genome. The LINE-1 Assay Kit includes 
all the components needed to detect and 
identify novel LINE-1-induced genomic variations 
in genomic DNA isolated from tumors, blood, 
cells or other samples. Only a few hundred 
nanograms of DNA are required.

• Amplify and prep of all LINE-1 elements in
a sample for profiling with a single-reaction
protocol

• Measure the activation of retrotransposon
activity in biological samples and tumor
extracts simply and easily

• Analyze LINE-1 insertions to discover novel
oncogenic drivers and study the evolution
of tumor cell populations

Figure 1:  Elements Present in the Genome. Almost 
half of the human genome consists of multiple 
classes of repetitive elements which can be mobilized 
and inserted in various places in the genome. Long 
interspersed nuclear elements (LINEs) make up about 
one-third of these mobile elements.

Transposable Elements Like LINE-1 
Induce Genomic Rearrangement
Almost half of the human genome consists of 
different classes of repetitive elements such as DNA 
transposons and retrotransposons, which can be 
mobilized and inserted in various places in the 
genome (Fig. 1). 
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LINE-1 Mobile Element 
Next-Generation Sequencing (NGS) Assay Kit



For more information and to subscribe to 
updates, email us at info@cellecta.com.
To order, please visit www.cellecta.com/order

www.cellecta.com(877) 938-3910

Quantitative NGS Analysis of LINE-1 
Rearrangements

The LINE-1 Sequencing Assay method (Fig. 2) uses 
primers specifically designed to amplify the 3′-ends of 
the youngest, most active LINE-1H subfamily of LINE-1 
elements in randomly sheared DNA to detect insertion 
sites in the genome.

Ordering information

Catalog # Item Description Amount
DM-LINE1 LINE-1 Mobile Element 1 kit–24 reactions 

NGS Assay Kit

Figure 2:  Cellecta’s LINE-1 Assay uses specifically   
designed primers to amplify the 3′ end of LINE-1 
mobile genetic elements. After primer extension, 
adapter ligation and PCR steps, the sample is 
deep-sequenced and then deconvoluted to reveal the 
number, locations, and frequency of the specific 
insertions in the sample.




